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Counts after each stage; shading is the fraction retained within that source

Jamin 2021

Chang 2019

Wang 2016

Bruggeman 2018

Gong 2021

Carter 2023

Bai 2016

Seager 2024

Loriot 2025

da Silva 2017

605 498 481 481 56 55

1,036 1,031 986 979 453 449

1,019 1,018 994 987 449 408

756 734 692 692 42 40

1,809 1,704 733 727 532 466

103 103 103 102 86 86

1 1 1 1 1 1

17 15 15 15 13 13

280 280 215 213 139 138

1,104 1,100 1,066 1,055 724 515

Ten selected papers: full lists through curation

Source identities collapse mapped aliases and repeated entries across tables within each paper; unresolved probes remain upstream.
Paper lists overlap and must not be summed. RNA/protein nomination does not establish HLA presentation.


