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Human CTA nomination sources | registered source selections

Published identities
Mapped gene IDs
Protein-coding

Each paper contributes its registered tables or targeted selection. Aliases collapse to canonical gene IDs; unmapped identities
remain in the intake. Nested tables are deduplicated within each paper. Sources overlap and cannot be summed. Bai 2016 is a targeted
EGFL6 nomination; Bradley 2020 contributes the ten candidates in Figure 3.


